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CACTATAGGCCGAAT TGAAGGAAGGCCGT CAAGGCCGCATGCTAGCGT TTATCATGATCC
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GIGATATCCCGCTTAACTTCCTTCCGGCAGT TCCGGECGT ACGATCGCAAATAGTACTAGG
V_Y H D_P_

Agel
GGGTAAACCGGT TCATAAAAT CAT TGAAGAACGT GCACGT GAGAGT CCGGATAAAGT TGC

CCCATTTGGCCAAGTATTTTAGTAACT TCTTGCACGT GCACTCTCAGGCCTATTTCAACG
G K P V HK I I _E E RARE S P DKV A

Bgl I |
ACTGGTTTATGAAGATGGCACCGAACT GACCTATAAAGAT CTGATTAGCAAAGCAAAAGC

TGACCAAATACTTCTACCGTGECTTGACTGGATATTTCTAGACTAATCGTTTCGTTTTCG
L. VY E DG T E L _T Y KDL I__S KA KA

CGTTGCCAATCTGCTGTATGAAAATAAAGT TCGCAAATGCGATACCGTGT TCCTGATTAT

--------- S S
GCAACGGT TAGACGACATACTTTTATTTCAAGCGI TTACGCTATGGCACAAGGACTAATA
V. A N L L Y ENIKVRKUCDTVF L I_M

GITTAACCGT CCGGAATTTGT TACCAGCCT GCTGGGT GCACT GTATGCCGGT GCACGT GT

CAAATTGGCAGGCCT TAAACAAT GGT CGGACGACCCACGT GACATACGGCCACGTGCACA
_F NR P E F V. T S L L GA L Y A GA R_V
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Bgl | | Pvul |
TGTTATTGTTGATGCACT GACCCAGAAAGAAGAT CTGGCATTTCAGCT GAATGATAGCGC

ACAATAACAACTACGTGACTGGGTCTTTCT TCTAGACCGT AAAGT CGACTTACTATCGCG
NV I_V DAL T QK EDILAFQL NDSA

Pst |
ACCGAAAGT TGT TCTGGCAGAT GAAGAAGT TCTGCAGCGCGAAAGCGAAACCCTGAAAGG

TGECTTTCAACAAGACCGTCTACTTCTTCAAGACGTCGCCCTTTCGECTTTGEGACTTTCC
P KV V L ADEEV L QR E S E T L K G

Bgl I |
TTATGCAGTTCTGACCGAAAAAGAT CTGAGCAGCGCAAGCGGT GAACATGAAGT TGTTGT

AATACGTCAAGACTGECTTTTTCTAGACTCGT CGCGI TCGCCACTTGTACTTCAACAACA
Y AV L T E K DL S S A S GEHEV V V

BspM BspM BspM
TGGTTATGAAGATGATGCCCGTGI TTTCTAT TATGCAGGT AT TGCAGGT CGTACCATGCA
--------- B T T T

ACCAATACTTCTACTACGGGECACAAAAGATAATACGT CCATAACGT CCAGCATGGTACGT
_ G Y EDDARV F Y Y A GI_A GRT M Q

Agel
GGTTATTCATAGCCATCGTAGCT TTACCGGT GCAAT TATGCCGCT GGT TCAGGCCGAAGG

CCAATAAGTATCGGTAGCAT CGAAAT GGCCACGT TAATACGGCGACCAAGT CCGECTTCC
NV I_H S HRSFT GAI_MP L V QATE_ G

Bst El | Pf1 M
TATTAATGCAAATGATGT TAGCCTGGT TACCGT TCCCCTGACCCATGT TCTGEGTCTGGA

ATAATTACGI TTACTACAAT CGGACCAAT GGCAAGGCGACT GGGTACAAGACCCAGACCT
N A NDV S L VT V P L T HV L G L D

TGCAGCACT GCTGAGCGCACT GGT TAGCGGT GCAACCGCACT GCTGCTGAAAAAGT TCAA

ACGT CGT GACGACT CGCGT GACCAAT CGCCACGT TGECGT GACGACGACTTTTTCAAGI T
A A L LS AL VS GATA L L L KK F N
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TATGGATAAAATCAAAGAGATGGT TGCACGT CGTAGCCCGACCTATCTGGT TGCAGT TCC

ATACCTATTTTAGITTCTCTACCAACGT GCAGCAT CGGGECTGGATAGACCAACGT CAAGG
MDKI_KEMVARRSZPTY L VAV P

GCTGGITTTTCAGACCCT GATGAAAGAAGATGAAGAAT TTGT TAAAAGCCT GGGT CAGAG

CGACCAAAAAGT CTGGGACTACTTTCTTCTACTTCTTAAACAATTTTCGGACCCAGICTC
LV F QT L MK E DEEUF VK S L G QS

Becl |
CCTGCGT TGGGCAAT GAGCGGTGGT GCATAT CTGCCTCCGGATGATCAGCGT CGT TGGGA

GGACGCAACCCGT TACTCGCCACCACGT ATAGACGGAGECCTACT AGT CGCAGCAACCCT
L RWA MS G GAY L P P DDOQRRWE

Pst |
Agel BspM
AGAACTGACCGGT AAACCGCT GCTGCAGGT TTATGGTATGACCGAAGCACCGCAGATTTT
--------- e L o e e LR T T

TCTTGACTGGCCATT TGGCGACGACGT CCAAATACCATACT GECT TCGT GGCGT CTAAAA
_E LT GK P L L QV Y GMT E AP Q I_F

TGCAACCACACCCGAAAAACATAAAATTGGTAGCCTGCEGT TTTCCGCTGCCTGGTGTTGA

ACGTTGGTGIGGECTTTTTGTATTTTAACCAT CGGACCCAAAAGGCGACGGACCACAACT
A T T P EKHK I _GS L GF P L P GV E

Agel
AGCACTGCTGGT TAATCCGGAAACCCT GGAACCGGT TGAAGAT CAGGGTGAACT GCTGGT

TCGTGACGACCAATTAGGCCTTTGGGACCT TGECCAACTTCTAGT CCCACT TGACGACCA
A L LV NP E T L E PV EDQGE L L V

BspM BanHl
TCGT GGTCCGCAGGT TATGAAAT GT TATCCGGAT CCTGAAGAAAACAGCAAACCCTTTGT
--------- B T T T I Tt TSI S

AGCACCAGGCGTCCAATACTTTACAATAGGCCTAGGACTTCTTTTGTCGI TTCGGAAACA
RGP QV MK CY P DUPEE NS KATF V
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Agel
TGAAGT GAATGGTAAAGT TTGGATGCGCACCGGT GATAT TCTGGCAAAAGAT GAAGAACG

ACTTCACTTACCATTTCAAACCTACGCGT GGCCACTATAAGACCGT TTTCTACTTCTTCC
_EV NGKVWMRT GD I L A KDZEE G

CTTCTATTATTTCCGT GGTGI TCGTAAACGTATGCTGAAATACAAAGGCTATCCGATCT T

GAAGATAATAAAGGCACCACAAGCATTTGCATACGACT TTATGT TTCCGATAGCCTAGAA
_F Y Y FRGVRKRMLIKYKGY P I_F

TCCGAAAGACCTGGAACT GATTCTGCTGAAACAT CCGT GTGT TGCCGAAGCCGAAGT TGT

AGGCTTTCTGGACCT TGACTAAGACGACT TTGTAGGCACACAACGGCTTCGGCTTCAACA
P KDL E L I_L L KHUPCVAEAEV V

TGGTGAACCGGCAGGCGAAGT TGGT CAGAT TCCGGT TGCAAAAGT TAAACT GAAAGAAGG

ACCACTTGGECCGT CCGCT TCAACCAGT CTAAGECCAACGTTTTCAATTTGACTTTCTTCC
_GE P A GEV GQI_P V AIKVKL KE G

TTGTAAAGCCACACCGCGAAGAAAT CATGGATTTTGT GAATAAACGT GTGECAGCCTACAA

AACATTTCGGTGTGECCTTCTTTAGTACCTAAAACACT TATTTGCACACCGT CGGATGT T
C K A TP EEI_MDZFVNIKRVAAY K

Ncol
AAAAGT GCGCAAAGT TATTATCCTGGAATAACCATGGECTGEGECCTCATGEECCTTCCTTT

TTTTCACGCGI TTCAATAATAGGACCT TAT TGGTACCGACCCGGAGT ACCCGGAAGGAAA
KV RKV I_|_L E *

CACTGCCCGCTTTCCAG



